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89 Early Stage NSCLC

44 adenocarcinoma
45 squamous cell carcinoma

Methods

Age 66+9 (range 32- 83) years
Gender 39 female, 52 male
Follow-up 6 years

~ 50% had disease recurrence within 2.5 years 
and 50% had disease free survival of > 5 years

Gene expression using Affymetrix U133-2.0 plus

Potti A, et al. N Engl J Med. 2006;355:570-580.



Metagene ( mgene ) 79
Alive Disease recurrence/Death
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High risk

Low risk

Accuracy: > 90%

Potti A, et al. N Engl J Med. 2006;355:570-580.
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Clinical ModelLung Metagene Prognosis (LMP)

Accuracy ~ 60%Accuracy ~ 90%
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Potti A, et al. N Engl J Med. 2006;355:570-580.



More Precise Predictions of Risk 
With Genomic Profiles

NSCLC Survival - LMP

NSCLC Survival - clinical variables
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Potti A, et al. N Engl J Med. 2006;355:570-580.



Independent Validation of the 
Genomic-Based Prediction of Risk

Accuracy = 79%Accuracy = 79%
PPV = 79%
NPV = 80%

Blinded Validation
(n = 84)

(n = 44)

Potti A, et al. N Engl J Med. 2006;355:570-580.



Identification of Patients at 
Increased Risk  

Stage IA as an example



E
R

R
O

R
: stackunderflow

O
F

F
E

N
D

IN
G

 C
O

M
M

A
N

D
: ~

S
T

A
C

K
:


